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B
TF class PBM ChlIP-chip motif
Mcm1  MADS . .+xCC _ax, GGa_.. _=.CC_ aT+ GGaAA
Pho2 homeobox ~=TAATTA. _ AITAAA
Tec TEA _ACATTC== _CATTC-
Pbf1 Myb ~cGATCAG. N/A
Pbf2 Myb _ cCATGAz . N/A
Stb3 unknown  TGCAAAAA~. .  _ N/A
Nhp6A  HMG - - JATATA- N/A
Rsc30  Zn2Cys6 <. CCCLCGe. N/A
Asgl  zn2cys6 _CCLce. .. ... cClc N/A
Halo  zn2cyss ~ TCCL CGGa N/A



