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Figure S6. Enrichment of PBM-predicted or ChIP-chip motif-predicted target intergenic regions
among intergenic regions bound in ChIP-chip at p<0.001. The AUC statistic and associated
p -value are calculated as described in the Supplementary Methods.




skn7 | 0689 | <1€-12 | 0827 | <1E12 | 167 | . (Cca | clicCe. (1
xop1 | 0684 | asge-08| 0681 [ 12610 | 04 | _<TCUA- CccTCcA-
Gat3 | 0.674 | 61E-06 | 0.817 | 18E-15 | -176 | TA ATCL Alo.cAT
Phod | 0.671 | 2.26-06 | 0.588 | 3.4€-10 | 14.2 ﬁCAC _ T_c CACGTGL
stps | 0665 | 15604 0552 | WA | 206 | 0Tl 0l acli 0
Ron4 | 0.663 | 1.0£-05 | 0.898 | <1E-12 | -26.1 AC CCACCCTA L T=00ACe.
Aft1 | 0.657 | 2.86-11 | 0.702 | 1.36-10 | -6.4 TATTACACCQ | IQCACCQ
Sfpl | 0.654 | 0.014 | 0.826 | 5.5E-07 | -20.7 AAAAA‘%IH;LI Tlorastlar
leu3 | 0.648 | 3.2E-05 | 0.614 | <1E-12 | 5.6 AQC I CC *IQQCZC
Roh1 | 0626 | 0011 | N/A | N/A | N/A +¢IIAA B N/A

Rg3 | 0624 |a0e04 | 0641 |s2e06 | 27 | CACCTU<| _TCGAC c
smpl | 0621 | 6.06-05| N/A | N/A | N/A A«;QL._IAAIIA'M N/A

Mgal | 0614 |L9E03| N/A | NA | NA | A AAQAQ N/A

Aro80 | 0.593 | 0030 | 0527 | N/A | 124 QIC _Aa C CAAeICTC 94\A,;:CCY
Ydr520c | 0.591 | 0.128 | 0.650 | <1E-12 | -9.0 AITAICTCC R _CTCC ;C .
Met32 | 0.582 | 0.015 | 0574 | 000 | 14 | A T T C.$ gT Tuc_
Mig3 | 0580 | 0030 | N/A | N/A | N/A | ACCCCAC Ar N/A

Sip4 | 0578 | 0.071 | 0.646 | 1.9€-11 | -10.5 :rTCC OAA JC T.AATUGA
voxt | 0576 | o010 | 0542 | na | 63 | _tTAATTAA | oltle TTT0(ml...
Gala | 0568 | 004s | 0606 | <1te12 | -63 | (A C 0. fcégz?&cc )
Rds1 | 0.568 | 0084 | 0622 | <1e12 | 86 | TOLCCa| CLECC
Cup9 0.567 | 0.077 N/A N/A N/A IAT T TCA N/A

Oaft | 0544 | 0139 | N/A | NA | NA | AL ICC A N/A




srd1 | 0540 | 0326 | na | NA | NA | ACATCTACA N/A

Gatl | 0539 | 0137 | N/A | NA | NA | ¢CTTATC,_\¢ N/A

Gafs | 0521 | 0344 | N | Na | NA | o CATAAGL N/A

Put3 | 0508 | 0460 | 0679 | 61607 | 252 | +COCL.. | . 10 QTTQCC

Mig2 | 0.501 | 0.486 | N/A | NA | NA | ACCCCACAJ N/A

Ndt80 | 0459 | 0736 | N/A | N/A | NA | ,.\‘RCACAAA Ao N/A

Pdri | 0449 | 0954 | NA | NA | NA | T TcCloAA N/A

vr1 | 0444 | 0850 | 0508 | 039 | -126 | TTAT=TCO < Tt TTAC:
Yert3oc | 0443 | 0778 | N/A | Na | NA | AATACCGEL N/A

cha4 | 0434 | osse | o561 | 0183 | 226 | (0 UA o +COAr

Halo | 0422 | 0994 | N/a | na | NvA | CCE Clla N/A
Ymiosiw | 0369 | 1 | 0547 | <1E-12 | -326 IAQCCC‘_.CQ CQA TQTTAé
Ypri96w | 0360 | 0944 | N/A | N/A | N/A AIIIEEECC«-J\ N/A

st2 | 0276 | 0999 | na | na | NA | o Coilac N/A




